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File BackBone Parameters  Setups
b E

Reference Backbones. Enzyme Postions.

BackBone # | BackBone Length(nm) Enzyme P BackBone # |Segment Length Segment Positi

1 11000 162147 1621
2 12000 3004211 3168:
3 13000 2548855 s71.

4 1.4000 391.4235 96294
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Manual backbones:

measured (CV) actual

delta

40.0% (1.40%) 39.6%
66.7% (1.42%) 66.7%

AFMExplorer:

measured (CV) actual

0.4%
0.0%

delta

39.6% (1.36%)  39.6%
66.7% (1.44%)  66.7%

0.0%
0.0%

File  BackBone Parameters  Setups

Reference Backbones Enzyme Postions

BackBone # |BackBone Length(nm) Enzyme.
3004211

2543855
3s1.4238

Active Backbone

one # | Segment Length|Segment Po

BackBone # V]
e
2 002

Backbone 1 Profie

BackBone Kernel Size
0.0 < Skeleton Threshold <= 1.0
02

Remove Spots less than

0.0 <= Eccentrcty Threshold <= 1.0

0.0 <= Enzyme Stes Threshoid <= 1.0

08

0.1 <= Nanometers per Pocel <= 1000
2

1 <= EdtBorderPocels <= 512

1 <= Bridge Fiter Maximum Span <= 512
1




Systematic error model:

1. # Horizontal pixel pairs
2. # Vertical pixel pairs

= . . . , g
/ N 3.# Dlagonal.plxel p.alrs . l = error
; ~.~} 4. # Perpendicular pixel triplets
TR 5. Average backbone thickness
}‘ I -
-7 Na=>
spline (AFME) ‘l'
%
a=$NTN) -1 NT/
Contour length, nm
(n=100) mol. 1 mol. 2 mol. 3
: , True 139.6 351.8 453.1
/ e /b TR L Cubic Spline 143.9 356.3 462.0
el h‘:’ﬁm — o= Lilbigh-1+A) ], A<
a-trsy | et y CORR 138.6 347.3 452.0
e ——— Error % (0.7%) (1.2%) (0.2%)
T = nm 1.0 4.5 1.1
P i
Am ............................. l ...................
e — 2 nm pixels -yields+ sub-pixel resolution




