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Biomarkers in Dementia?

Perrin, Fagan & Holtzman, Nature 2009
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Raw Data
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Data Visualization: Heatmap
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Molecular Classification in Dementia

RNA extraction 667 Illumina Human BeadChips Data Analysis

AD (124) FTD (118) Controls (237)Others (188)
(CBD, PSP, ALS, Unk)
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Blood vs. Brain
Peripheral Blood Expression Levels of 81 Neurodegeneration-Related Genes
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Progranulin is Highly Expressed in Peripheral Blood

Ann Neurol 2008
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Blood-Based Molecular Classifier: Accuracy

Algorithm: Random Forests
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Whole dataset

Training Set Test Set

Classifier Analysis
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Mike Oldham
Steve Horvath

Differential Expression vs. Differential Co-Expression

Thursday, May 12, 2011



Thursday, May 12, 2011



Weighted Gene Coexpression Network Analysis (WGCNA)

Steve Horvath, PhD
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